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4 <110> APPLICANT: Kleanthous, Harold 

5 Lissolo, Ling 

6 Tomb, Jean-Francois 

7 Miller, Charles 

8 Al-Garawi, Amal 

10 <120> TITLE OF INVENTION: Helicobacter GHPO 1360 and GHPO 750 

11 Polypeptides and Corresponding Polynucleotide Molecules 
14 <130> FILE REFERENCE: 06132/037002 

16 <140> CURRENT APPLICATION NUMBER: US 10/039, 183A 
C — > 17 <141> CURRENT FILING DATE: 2002-12-13 

19 <150> PRIOR APPLICATION NUMBER: US 08/831,310 

20 <151> PRIOR FILING DATE: 1997-04-01 
22 <160> NUMBER OF SEQ ID NOS : 18 

24 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 1149 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Helicobacter pylori 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: ( 106 )...( 1002 ) 

35 <221> NAME/KEY: sig_peptide 

36 <222> LOCATION: ( 106) . . . ( 1 66) 
W--> 38 <400> 1 

39 ttactcttta atgtgagttt tctgtgtcat gatagctgat tttgttttaa atttgctata 60 

40 atgtgaattt aatgatgaaa attagtttag agtggagaac acaca atg aaa aaa aat 117 

41 Met Lys Lys Asn 

42 -20 
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120 aggcaatgaa attttattga aagcccataa agaaggttat ggggtggggg cgtttaattt 1092 

121 cgtgaatttt gaaatgctaa aegctatttt tgaagcagga aatgaggaaa attcccc 114 9 

123 <210> SEQ ID NO: 2 

124 <211> LENGTH: 299 

125 <212> TYPE: PRT 

126 <213> ORGANISM: Helicobacter pylori 
128 <220> FEATURE: 
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129 <221> NAME /KEY : SIGNAL 

130 <222> LOCATION: (1)...(20) 

132 <400> SEQUENCE: 2 

133 Met Lys Lys Asn lie Leu Asn Leu Ala Leu Val Gly Ala Leu Ser Thr 

134 -20 -15 -10 -5 

135 Ser Phe Leu Met Ala Lys Pro Ala His Asn Ala Asn Asn Ala Thr His 

136 15 10 

137 Asn Thr Lys Lys Thr Thr Asp Ser Ser Ala Gly Val Leu Ala Thr Val 

138 15 20 25 

139 Asp Gly Arg Pro lie Thr Lys Ser Asp Phe Asp Met lie Lys Gin Arg 

140 30 35 40 

141 Asn Pro Asn Phe Asp Phe Asp Lys Leu Lys Glu Lys Glu Lys Glu Ala 

142 45 50 55 60 

143 Leu lie Asp Gin Ala lie Arg Thr Ala Leu Val Glu Asn Glu Ala Lys 

144 65 70 75 

14 5 Thr Glu Lys Leu Asp Ser Thr Pro Glu Phe Lys Ala Met Met Glu Ala 
14 6 80 85 90 

147 Val Lys Lys Gin Ala Leu Val Glu Phe Trp Ala Lys Lys Gin Ala Glu 

148 ^ 95 100 105 

14 9 Glu Val Lys Lys Val Gin He Pro Glu Lys Glu Met Gin Asp Phe Tyr 

150 110 115 120 

151 Asn Ala Asn Lys Asp Gin Leu Phe Val Lys Gin Glu Ala His Ala Arg 

152 125 130 135 140 

153 His He Leu Val Lys Thr Glu Asp Glu Ala Lys Arg He He Ser Glu 

154 145 150 155 

155 lie Asp Lys Gin Pro Lys Ala Lys Lys Glu Ala Lys Phe He Glu Leu 

156 160 165 170 

157 Ala Asn Arg Asp Thr He Asp Pro Asn Ser Lys Asn Ala Gin Asn Gly 

158 175 180 185 

159 Gly Asp Leu Gly Lys Phe Gin Lys Asn Gin Met Ala Pro Asp Phe Ser 

160 190 195 200 

161 Lys Ala Ala Phe Ala Leu Thr Pro Gly Asp Tyr Thr Lys Thr Pro Val 

162 205 210 215 220 

163 Lys Thr Glu Phe Gly Tyr His He He Tyr Leu He Ser Lys Asp Ser 

164 " 225 230 235 

165 Pro Val Thr Tyr Thr Tyr Glu Gin Ala Lys Pro Thr He Lys Gly Met 

166 240 245 250 

167 Leu Gin Glu Lys Leu Phe Gin Glu Arg Met Asn Gin Arg He Glu Glu 

168 255 260 265 

169 Leu Arg Lys His Ala Lys He Val He Asn Lys 

170 270 275 

173 <210> SEQ ID NO: 3 

174 <211> LENGTH: 1448 

175 <212> TYPE: DNA 

176 <213> ORGANISM: Helicobacter pylori 

178 <220> FEATURE: 

179 <221> NAME /KEY: CDS 

180 <222> LOCATION: ( 118 )...( 1314 ) 
182 <400> SEQUENCE: 3 
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